Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.003 Å; R factor = 0.035; wR factor = 0.106; data-to-parameter ratio = 14.7.
The title compound, C 8 H 17 NO, crystallizes with two independent molecules in the asymmetric unit. In the crystal, intermolecular N-HÁ Á ÁO hydrogen bonding is observed between neighboring molecules, forming continuous molecular chains along the c-axis direction. Table 1 Hydrogen-bond geometry (Å , ). tractive ligands for a variety of transition metal mediated catalytic reactions, see: Li et al. (2003) and Lee & Schafer (2007) . Although the synthesis of this compound has been previously described, its solid-state structure has not been reported. The two molecules (A and B) of N-tert-butyl-2-methylpropanamide ( Fig. 1 ) are stabilized by intermolecular N-H···O hydrogen bonds (Table 1, Fig. 2 ).
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Experimental
The title molecule was synthesized using a modified literature procedure (Li et al., 2003) . Under a nitrogen atmosphere, a 100 ml round bottom flask was charged with 50 ml of dichloromethane, 4.31 ml (41.0 mmol) tert-butylamine, 8.55 ml (61.5 mmol) of triethylamine and a stir bar. The solution was cooled to 0 °C and 5.20 ml (49.2 mmol) of isobutyryl chloride was added dropwise. The solution was slowly warmed to room temperature overnight. The resulting pink solution was extracted three times with 50 ml of 0.10 M HCl. The organic layer was dried over anhydrous magnesium sulfate, filtered, and concentrated to dryness to yield the desired product in 60% yield. X-ray quality crystals were obtained by slowly evaporating a chloroform solution of the product. The spectroscopic data (NMR, IR, and ESI-MS) match well with the reported values (Li et al., 2003) .
Refinement
The structures were solved using Direct Methods and difference Fourier techniques (SHELXTL, V6.12) (Sheldrick, 2008) .
Hydrogen atoms were added with the HFIX command. These were included in the final cycles of least squares refinement, with isotropic U ij 's that were determined by the riding model. All non-hydrogen atoms in the main residues were refined anisotropically, but residual solvent molecules in the unit cells were refined isotropically. Structure solution, refinement, and generation of publication materials were performed by using SHELX, V6.12 software. 
